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Progresses in imaging study of MGMT promoter
methylation in gliomas
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[ Abstract | O°-methylguanine-DNA methyltransferase ( MGMT) promoter methylation is an important molecular
biomarker which plays a key role in tumor development and determine the molecular subtypes and prognosis of gliomas.
Radiomics and imaging examinations like MR and PET can obtain information of morphology, function, metabolism and
molecular alterations of gliomas, which may help comprehensively and non-invasively predict MGMT promoter methylation

status in gliomas. The relationships between imaging features and MGMT promoter methylation status of gliomas were

reviewed in this article.
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